MIRNA-DISTILLER

Tutorial



Open and create a new Project

4 MIRMA-DISTILLER =] %[
** Data Exchange 0 Help

4 MIRNA-DISTILLER
D Fie Project Edit

” Open Project
8  MNewProject

Here you have the
possibility to open a
project or to create a

new project

L, LatestProjects L

& Close
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Create a new Project

4 MIRNA-DISTILLER =] %[
€ File | Project Edit *: Data Exchange 0 Help

Fill in the
project name

'] Project: new / 1o x|
\ |

Title: IProjectl

Created: 28122009 Genes:
Modfied:  28.12.2009 miRNA's
| Location:

v

b3 Closs |

Please select the folder you want to save the projekt in:

@ Desktop

; D Eigene Dateien

:} Arbeitsplatz

X Metzwerkumgebung
-2 Papierkorb

Save the project il
on your computer

Meuen Ordner erstellen OK Abbrechen

4

@ MIRNA-DISTILLER. Version 1.0.0.2



4 MIRMA-DISTILLER : Projectl

™ File {} Projet # Edit

Projectl |

z
- New Gene m

Genes | Ranking miRN

Genes - 0 l
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Set up a gene

=

click on
“New Gene”

MHame: I
Created:  28.12.2009
\ Modfied:  28.12.200%

(4 Save |

MiRNAs O

"

add symbol
name of a gene

==l x|

Close




MIRNA Search

4 MIRNA-DISTILLER : Projectl =& x|
™ File |} Project # Edit % Data Exchange @ Help

Projectl |

. > 5

B A ¥) e 4 A 4 o E . =
: New Gene miRNA-Search Actual Minimum-Score: 0 Custom Properties  Filter-Definitions  Refresh Filterresults Databases Close

Genes | Ranking miF NAs I Gene Linkage |

miRNA-Intersection of databases | miRNA-List

TargetscanfE}' SDDre%' MicrocosrnfD| Smre%' MirDBfD| Soore"/ul Intersection - 0 | CYP3A4
~ LA
1 | 1
=T

Gene: B =] 22122008

Database ITargetscan ;I 9 Reconcile | @  Reconcisforall genes of selected database |
. Log {doublel Microoosm | MIRNAs - 0 | Score 1
click on s !

the gene

Targetscan (0)
Microcosm (0)
MirDB ( 0)

Intersection (0)

click “miRNA

Search” = il
Close |

28.12.2009

41 121
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MIRNA Search

4 MIRNA-DISTILLER : Projecti =& x|
™ File ) Project / Edit % Data Exchange @ Help

Projectl |

: = Y

P ¥ e 4 T o E . P
: New Gene miRNA-Search Actual Minimum-Score: 0 Custom Properties  Filter-Definiions Refresh Filterresults Databases Close

Genes | Ranking miRNAs I Gene Linkage |

Genes - 1 miRNA-Intersection of databases | miRNA-List
ALDOA
TargetscanfEl' SDDre%' Microoosmel' SDcne%' MirDBfD| Soore%l Intersection - 0 | ALDOA
1 | 1
® miRNA-Search =10] x|
Gene: [ALDoA =] 28122008
Database ITargetscan ;I 9 Reconcile @  Reconcisforall genes of selected database |

Log {double-clil Microcosm
MirDB

click here
to start
download

Targetscan (0)
Microcosm (0)
MirDB ( 0)
Intersection (0)

select database

Close |

28.12.2009

41 1>
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MIRNA Search

4 MIRNA-DISTILLER : Projectl
™ File  {} Project / Edit

v

Projectl |

ENev;vGene miRNA-Search  Actual Minimum-Score: 0 Custcmlsroper‘ties Filter-Definiions Refresh Filterresults Databases

% Data Exchange 0 Help

) 7 T S

Genes | Ranking miRNAs I Gene Linkage |

Genes - 1
CYP3a4

miRNA-Intersection of databases | miRNA-List

=

Targetscan - D| Score % | Microcosm - D| Score % | MirDBfDl Score % | Intersection - 0

# miRNA-Search

Gene: B 28.12.2009

E
&l

Datsbase ITargetscan

™} Reconcile

9 ot g

|

CYP3A4
=10 =]

== x|

g (double—click on blue entries to open link in browser)

econcile for all gene;
ES

Egin search for Gene: CYP
ading site: hitp://www tangetscan.ong/cgibinargetscan/vert_50/targetscan.cgi7species=Humang
mrgetsite opened successfull.

Earching elements for part choice

Earch completed.

hrtsearch retumed one match -» automatic routing

ading site: hittp://wew targetscan.org/cgibinAargetscans/vert_50/view_gene .cgiMaxid=56064gs=!
Erostsite opened successfull.

Earching miRMA's on target site: http ./ www targetscan org/caibin/targetscan./vertt_S0view_gens,
Earch completed.

7 entries found!

download rep

ort

41

121

MIRNAS - 111 I Score 1 I Score 2
a0

hea-miR-1252
hsa-miR-1300
hsa-miR-1232
hsa-miR-608
hsa-miR-637

) e o s oo o

ZHmodTaEnsEs

hsa-miR-944
hsa-miR-616

W o 0

5o
hsamiR520a5p[90 |
iR-502-50

71

o b
el

w
@

the corresponding

score provided

from the database

listed here

7~  Z
downloaded miRNA
are listed here

they can also
deleted again

Targetscan (0)
Microcosm (0)
MirDB ( 0)

Intersection (0)
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MIRNA Search

™ File |} Project # Edit % Data Exchange @ Help
Projectl |

== x|

, Y =
B A ¥) e 4 A 4 o = . x
: New Gene miRNA-Search Actual Minimum-Score: 0 Custom Properties  Filter-Definiions  Refresh Filterresults Databases

Close |
Genes | Ranking miRNAs I Gene Linkage |

Genes - 1 miRNA-Intersection of databases | miRNA-List | |
CYP3A4
TargetscanfE}' Score%' MicrocosrnfD| SDore%' MirDBfDl Soore"ful Intersection - 0 | CYP3A4

select the next
database

Gene: |(:Tp3u Ll 2812 9002

Database IM\cmcosm Reconcile | @ Reconcile for all genes of selected database |
Log {doubleclick on blue entries to open link in browser) MIRNAS - 0 | Score 1 I
Beqin search for Gene: CYP244

Loading site: http://microma.sanger.ac.uk./cgibin-targets v 5/hit_list.pl7genome_id=23644mima_i
Targetsite opened successfull.

Searching elements for part choice

Search completed

Partsearch retumed more than one match -» opening choice-dialog

[ Sciect your Targetiot S loix]
Please select the wanted links below. Click the Button 'Open Site’ for the detailed description.

Targetscan (0)
Element | Length [ URL
it

1] 1152

Microcosm (0)
MirDB ( 0)
Intersection (0)

for more details of

v the gene transcripts

click here to open
the microCosm

Vg

|\

microCosm sometimes homepage

prOVIdeS more than One " 4 0K | g Selectal | &4  Open Ste = Cancel |
transcripts, so you have to
select the right one or all




MIRNA Search

4 MIRNA-DISTILLER : Projectl =& x|
™ File |} Project # Edit % Data Exchange @ Help

Projectl |
- Q ® v A S E . finally select the ®x
: Mew Gene miRNA-Search Actual Minimum-Score: 0 Custom Properties  Filter-Definitions Refresh Filterresults Databases . Close |
Genes | Ranking miRNAs I Gene Linkage | th I rd d atab ase
Genes - 1 miRNA-Intersection of databases | miRNA-List —_—
CYP3a4
TargetscanfE}' SDDre%' MicrocosrnfD| Smre%' MirDBfD| Soore"/ul Intersection - 0 / CYP3A4
1 | 1
® miRNA-Search o =] |
Gene: B =] 28.12.2009
Database IM\rDE - ;I ™ Reconcile | Q Reconcile for all genes of selected datsbase |
Log {doubleclick on blue entries to open link in browser) MIRNAS - 18 I Score 1 I
Beqin search for Gene: CYP244 hs=-miR-E18 g1
Loading site: CYP3A4 hsa-miR: 67
Search completed hsa-miR: 3 68
18 entries found! hsa-miR-548h 65
hsa-miR-548a-5p | 63
hsa-miR-548b-Bp | 62
hsa-miR-545 62
hez-miR 62
hez-miR 62
hea-miR 60
hsa-miR 58
hsa-miR 58
hsa-miR-409-3p | 58 M Targetscan (0)
hszmiA-559 EE M Microcosm (0 )
51 B MiDB(0)
50 B Intersection (0)
=0
4| 1]
Close
#
0 0
28.12.2009
41 121
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Result

MIRNA from
different databases
listed in this table

diagram of
the results




Database Selection

select database
for the result
output



Diagram Configuration

right click on
the diagram
to change
the diagram
type or save
the diagram



Results

on this register

all miRNAs for

each gene are
listed



Multiple gene analyses

to include more
then one gene,
add all genes of
interest and click
“miRNA Search”

click here to
download all
MIiRNA from the
selected database
for all genes



MIRNA Search for Multiple Genes

microCosm needs
a previous
selection for genes
with transcript
variants

for automatic download select

ether all transcripts or the one

with the greatest length (like
other databases do)

in the custom mode pre
selection is possible, but you
can select the transcript for
each gene



click on a miRNA to see
the corresponding genes

MIRNA Ranking

the second
register provides
a list of all mMiRNA
loaded in; they
are ranked how
common they are

a summary list
of the genes

here the genes
listed with the
binding score
for this miRNA



click “Custom
Properties”
button

click “Add” to
create a new

property

Custom Properties

save and
close

add a name
for the new
property
select a type,
e.g. “list”
add the
value; e.g.

yes and no



Import Custom Properties

click “Import
Custom
Properties”

the table you want to

Import must not have
empty cells in between
and the miRNA names
must in the same format
as they were loaded in

click here
to open a
source file



Import Custom Properties

define the
columns

click “Start
Import” and
close



Filter-Definition

click the “Filter-
Definition”

button to add a
new filter

_/

Click to add
a new filter

Fill in the name
of the filter

sSave




select the
property you
have added
before

here a negation
of the filter is
possible

Filter-Definition

here you can
enable the filter

—

select an operator:
equal, bigger,
smaller or a part of

select a
value for
your filter




Active Filter

here you

can see if

the filter is
active



Linkage

graph of miRNA

the amount of this

genes two genes and

you add the intersection
before

matches of this

here you can select genes listed here

a specific linkage
between two genes



Score Filter

click on “Actual
Minimum Score”

select a minimum
score to reduce results
by the score



Score Filter

after filtering with a
minimum score of 50,
only eight miRNAs left



